INTRODUCTION
9 respectively (13). The presence of ccrC (SCCmec type V) was carried out by PCR with 122 primers, γF and γR (520 bp) (14). Another PCR amplification was performed to detect 123 ccrC2 gene (257 bp, SCCmec type VII, previously named SCCmec type V T ) (33). Mec 124 complex class A was determined by amplification of the mecI gene by mecI-1 and mecI-2 125 (481 bp) (10). A 1287-bp fragment amplified by mecRA1 (located in mecR1) and mDA2 126 (located in IS1272) was used to identify mec complex class B (17). Transposase C of 127
Tn554 was detected by amplification with primer pair, Tn554C F and Tn554C R (2). The 128 above primers were listed in Table S1 . 129 spa typing and multilocus sequence typing. The spa typing was performed as 130 previously described (31). An amplification of staphylococcal protein A gene (spa) was 131 carried out with the primer pair spa-1095F and spa-1517R (Table S1 ). Since this pair of 132 primers couldn't produce a spa PCR product in NTUH-2803, another forward primer, 133 spa-1063F, was used (18). The spa type was determined by using the Ridom Spaserver 134 website (http://www.spaserver.ridom.de) (11). The multilocus sequence typing (MLST) 135 was analysed in eight MRSA isolates, representing different spa types, according to a 136 method described previously (9). 
